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Abdulmawjood, K. Failing, and
M. Bülte

2751–2758

Feasibility of Transferring Fluorescent In Situ Hybridization
Probes to an 18S rRNA Gene Phylochip and Mapping of
Signal Intensities

Katja Metfies and Linda K. Medlin 2814–2821

Relative Abundance of Bacteroides spp. in Stools and
Wastewaters as Determined by Hierarchical Oligonucleotide
Primer Extension

Pei-Ying Hong, Jer-Horng Wu, and
Wen-Tso Liu

2882–2893

Innovative Methods for Soil DNA Purification Tested in
Soils with Widely Differing Characteristics

Marketa Sagova-Mareckova,
Ladislav Cermak, Jitka Novotna,
Kamila Plhackova, Jana Forstova,
and Jan Kopecky

2902–2907

Continued from preceding page

Continued on following page



EVOLUTIONARY AND GENOMIC MICROBIOLOGY
Genomic Insights into Mn(II) Oxidation by the Marine
Alphaproteobacterium Aurantimonas sp. Strain SI85-9A1

Gregory J. Dick, Sheila Podell,
Hope A. Johnson, Yadira Rivera-
Espinoza, Rizlan Bernier-Latmani,
James K. McCarthy, Justin W.
Torpey, Brian G. Clement, Terry
Gaasterland, and Bradley M. Tebo

2646–2658

Analysis of Neurotoxin Cluster Genes in Clostridium
botulinum Strains Producing Botulinum Neurotoxin Serotype
A Subtypes

Mark J. Jacobson, Guangyun Lin,
Brian Raphael, Joanne Andreadis,
and Eric A. Johnson

2778–2786

Complete Genome Sequence of Nitrobacter hamburgensis X14
and Comparative Genomic Analysis of Species within the
Genus Nitrobacter

Shawn R. Starkenburg, Frank W.
Larimer, Lisa Y. Stein, Martin G.
Klotz, Patrick S. G. Chain, Luis A.
Sayavedra-Soto, Amisha T. Poret-
Peterson, Mira E. Gentry, Daniel J.
Arp, Bess Ward, and Peter J.
Bottomley

2852–2863

ERRATUM
Molecular Structure and Transferability of Tn1546-Like
Elements in Enterococcus faecium Isolates from Clinical,
Sewage, and Surface Water Samples in Iran

M. Talebi, M. R. Pourshafie, M.
Katouli, and R. Möllby

2932
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of a Stenotrophomonas maltophilia biofilm grown at 30°C for 24 h in a flow cell. (See related article in April 2008, vol. 74, no. 7, p.
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